Supplementary figure 1. Positive, qualitative detection of an asymmetric PCR product derived from an HCV-infected clinical sample. A NASBA preparation of HCV-infected serum was used as a template in an RT reaction to produce cDNA using standard methods. PCR reactions were made using no primers, 50 pmol each (symmetric), or 1pmol (+) primer (CCGGGAGAGCCATAGTGGTCTGCG) and 50 pmol (-) primer (GCACGCCCAAATCTCCAGGC; asymmetric). The cycling profile was 95°C for 5 minutes, followed by 30 cycles of 30s at 95°C, 30s at 56°C, and 30s at 72°C. The samples were heated to 95°C for 3 minutes and placed on ice.
The hybridization and flow cytometry readout were as used in the oligonucleotide experiments, using beads of 6.7 um with a streptavidin bridge joined to the HCV molecular beacon described in Table 1 . The values in each panel represent the percentage of beads for the particular sample gated into each region.
28 Supplemental Table 1 . Mixed oligonucleotide sequences that comprise the complex negative control diluent. These sequences are derived from the test pathogens, but share no homology with the molecular beacon sequences.
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